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Abstract: Colomerus vitis (Pagenstecher) is the economically most important pest within the 

genus Colomerus. In addition to direct damage feeding, it also transmits virus diseases in 

grapevine. Depending on the type of injury, three morphologically identical strains can be 

distinguished: erineum, bud, and leaf curl strain. Over the last two decades, the use of molecular 

genetic tools, has contributed significantly to our understanding of natural genetic variation and 

speciation within different strain of C. vitis. Several studies suggest that erineum and bud strain 

are distinct, closely related species, and indicate that C. vitis is a complex of cryptic species. 

The main objective of our research was to estimate the genetic divergence among the specimens 

of the erineum strain of C. vitis collected in the Balkans (Serbia, Greece, and Croatia) based on 

the COI gene and to combine it with all available data. The analysis of COI sequences in the 

12 eriophyid populations obtained in this study showed high genetic variability. The presence 

of two groups corresponding to G1 and G5 was identified by the ML topologies of the 

phylogenetic tree.  
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Summary: Colomerus vitis (Pagenstecher) is a widespread and economically important 

eriophyoid species infesting grapevine (Duso and de Lillo, 1996). Three morphologically 

identical strains can be identified based on the type of injury: leaf erineum, bud and leaf curl 

(Smith & Stafford, 1948). In addition to direct feeding damage, C. vitis can also transmit the 

Grapevine inner necrosis virus – GINV (Kunugi et al., 2000) and the Grapevine pinot gris virus 

– GPGV (Malagnini et al., 2016). The adult female of the erineum strain overwinters at the bud 

base or under the bud’s scales. Spring activity begins at mean daily temperature of 15.5 °C 

(Jeppson et al., 1975). The females continue their activity and colonise the opening leaves when 

the buds enlarge. They form the first erinea on young leaves and begin to reproduce rapidly 

(Duso and de Lillo, 1996). Embryonic development takes 5-9 days, while the one generation 

development takes 10-14 days (Jeppson et al., 1975). Leaf damage caused by C. vitis feeding 

includes recognizable white felt-like erinea on the lower leaf surface and swellings on the upper 

leaf surface. 

The taxonomic status of C. vitis has been questioned due to the interpopulation 

morphological homogeneity of different strains (Carew et al., 2004; Valenzano et al., 2020; 

Saccaggi et al., 2022). In a study based on PCR-RFLP analysis of the ITS1 region and 

microsatellite markers, Carew et al. (2004) showed that bud strain and erineum strain of C. vitis 

actually represent two distinct species. Afterwards, in a comparable study, Valenzano et al. 

(2020), analyzed the protogyne and deutogyne (winter form) of the erineum strain mite using 

the ITS1 gene and morphometric data. The study showed that the analyzed specimens belong 
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to the same species as the bud and erinea derived populations share the same ITS1 sequence.  

In a recent study, based on the cytochrome oxidase subunit I gene (COI), Saccaggi et al. (2022) 

showed that the distance between some C. vitis populations significantly exceeded the typical 

intraspecific variation. They concluded that C. vitis is a complex of at least five distinct cryptic 

species. Therefore, the objective of this study was to estimate the genetic divergence between 

populations of the erineum strain of C. vitis, collected in the Balkans (Serbia, Greece, and 

Croatia), using the COI gene and combining it with all available data. The presence of two 

groups corresponding to G1 and G5 (see Saccaggi et al., 2022), was ascertained by the  

ML phylogenetic analysis. Moreover, seven populations belonged to the G1 cluster, while five 

belonged to the G5 cluster. The economic importance and established presence of two cryptic 

species of C. vitis in the Balkans highlight the need for further studies to determine taxonomic 

status as well as the differences in invasiveness and vector potential. 
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